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DNA Interpretation Test 18-588

Manufacturer's Information
Each sample pack contained digital files consisting of electropherograms from DNA profiles of two known samples

(Items 1 & 2) and two questioned samples (Items 3 & 4). Participants were requested to evaluate the 

electropherograms and interpret the data using their existing protocols. 

SAMPLE PREPARATION: Item 1 was created using blood collected from a female donor and Item 2 was created using

blood collected from a male donor. The Item 3 mixture was created by combining one part of blood from the Item 1 

female donor and one part of blood from the Item 2 male donor. The Item 4 mixture was created by combining three

parts of blood from Item 2 male donor and one part of blood from a different male donor.

SAMPLE SET ASSEMBLY: Once sample preparation and verification was completed, the digital upload was checked

to ensure all items were accessible.

VERIFICATION: Laboratories that conducted predistribution testing of the electropherograms reported consistent

results for all loci. All associations were consistent amongst the predistribution laboratories.

Results compiled by predistribution laboratories and a consensus of participants.

Item

Amelogenin and STR Results

D3S1358 D5S818 D7S820
D8S1179 D13S317

D2S1338

CSF1POAmelogeninD21S11D19S433
D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

17,17 11,11 8,121 18,25 14,1515,16

10,11 15,1511,1111,1217,1814,17

12,15 30,31.2 14,17 X,X 10,11 22,22
13,14 7,14 21.2,26.2 5,8 9,12 16,16
NM NM NM NM

16,18 12,12 10,102 17,20 11,1414,15

10,14 18,188,128,1219,2112,13

15,16 29,30 16,16 X,Y 9,12 21,24
11,13 11,12 26.2,28.2 7,9.3 10,11 15,18

10 * * 2

16,17,18 11,12 8,10,123 17,18,20,25 11,14,1514,15,16

10,11,14 15,188,11,128,11,1217,18,19,2112,13,14,17

12,15,16 29,30,31.2 14,16,17 X,Y 9,10,11,12 21,22,24
11,13,14 7,11,12,14 21.2,26.2,28.2 5,7,8,9.3 9,10,11,12 15,16,18

10 * * 2

16,18 11,12 9,10†4 17,18,20,25 11,1414,15†

10,13,14 16,18†8,9,128,12†19,20,2112,13†

13,15,16 29,30,32.2 15,16 X,Y 9,12† 20,21,24
11,13 11,12† 26.2,28.2† 7,9.3 8,10,11,12 14,15,16,18
10† * * 2

* Results were not received from a minimum of 10 participants for the loci indicated.
† Additional alleles may be present depending on laboratory thresholds.
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YSTR Results

Item DYS385 DYS389-I DYS389-II DYS390DYS19 DYS391

Results compiled from predistribution laboratories and a consensus of participants.

DYS392 DYS393
DYS437 DYS438 DYS439 DYS448 DYS456 DYS458 DYS481 DYS533
DYS549 DYS570 DYS576 DYS635 DYS643 Y GATA H4

15 12 29 222 10 11 1514,16

16 10 11 21 17 16 * *

* * * 21 * 11

15 12 29 223 10 11 1514,16

16 10 11 21 17 16 * *

* * * 21 * 11

14,15 12,13 29 22,244 10,11 11,13 13,1511,13,14,16

15,16 10,12 11† 19,21 16,17 16,18 * *

* * * 21,23 * 11,12

* Results were not received from a minimum of 10 participants for the loci indicated.
† Additional alleles may be present depending on laboratory thresholds.
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Summary Comments
This test was designed to allow participants to assess their proficiency in evaluating electropherograms (EPGs) and 
interpreting data. Each participant received electropherograms (in FSA, HID, and PDF formats, as available) of four 
items; two reference items and two evidence items. The EPG data included was produced from the following 
amplification kits: GlobalFiler™, PowerPlex® Fusion 5C, PowerPlex® Fusion 6C, YFiler™, PowerPlex® Y23.

Item 1 was the female victim’s reference sample. Item 2 was the male suspect’s reference sample. Item 3 was a mixture 
of samples from two individuals, the female victim and male suspect (1:1 ratio). Item 4 was a mixture of samples from 
two individuals including the male suspect and another male contributor for whom no reference sample was provided 
(3:1 ratio respectively).

STR Data
Twenty-five participants evaluated the provided STR data. Of these fifteen reported examining the GlobalFiler™, six 
reported PowerPlex® Fusion 5C, and four reported PowerPlex® Fusion 6C. All participants that reported data were 
concordant for reference Items 1 and 2 except for one participant that reported the text “OL” alongside the consensus 
allele at D18S51 for item 1. 

From the Item 3 data, 25 participants reported allelic results. Of these, eleven attempted the deconvolution of this 
mixture. A consensus was achieved for Item 3, where participants reported all components of the mixture with the 
exception of one participant who was missing the “14” allele at D10S1248 and one participant who was missing the 
“25” allele at D2S1338. Participants separating the mixture components were consistent with regards to determining 
the major profile. Two participants were missing alleles at multiple loci for the minor profile in comparison with the 
other participants reporting this component.

From the Item 4 data, 25 participants reported allelic results. Of these, twenty attempted the deconvolution of this 
mixture. Allelic results per loci were more variable for this item. Some of the inconsistencies related to which 
amplification kit was evaluated and on the interpretation guidelines used. 

More participants separated the components of Item 4 in comparison with Item 3. This may be a result of the greater 
distinction between the contributors within the higher ratio mixture.

YSTR Data
Sixteen participants reported YSTR results. Seven participants reported examining the Powerplex® Y23 data, eight the 
YFiler™ data and one participant reported examining both YSTR amplification data sets.
For known Item 2, all responding participants reported allelic responses that were concordant. 

For questioned Item 3, all responding participants reported allelic responses that were concordant. 

From the data belonging to questioned Item 4, most participants reported results that were concordant with the 
exception of one locus. Results returned for locus DYS439 exhibited some variation; seven participants reporting 
“11,12” and the rest reporting “11”. 

Conclusions
For Item 3, all participants reported two contributors (or at least two) for Item 3. In comparison of the Item 3 mixture 
profile with the two reference profiles, Item 1 (victim) and Item 2 (suspect), all participants reported that both items were 
included as components of the mixture. 

For Item 4, the majority of participants reported that two individuals contributed to the mixture. Others reported “at 
least two contributors”, “two and a trace”, “two or more” and one participant reported that there were three 
contributors in the Item 4 mixture. Most participants excluded Item 1 (victim) as a component of the mixture and three 
reported “Inconclusive/Uninterpretable”. In comparison of the Item 4 mixture profile with the Item 2 reference profile 
(suspect), all participants reported that Item 2 was included in the mixture.
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Interpretation Guidelines
TABLE 1

Stochastic Threshold (rfu)Peak Height Ratio (%)Analytical Threshold (rfu)WebCode
190 rfu 50% 1160 rfu2JKAJH

75rfu 50% 100rfu3VXMKJ

Used CTS analytical threshold 
for GlobalFiler and yFiler

Used CTS peak height ratios for 
GlobalFiler and yFiler

Used CTS stochastic threshold 
for GlobalFiler and yFiler

AARRJF

STR 75 rfu, Y-STR 75 rfu STR 60 %, Y-STR 50% STR 100 rfu, Y-STR 75 rfuBAKY46

GF(75), Y23(75) GF(60%), Y23(50%) GF(100), Y23(75)CLVQ86

See additional comments (Part 
II)

See additional comments (Part 
II)

See additional comments (Part 
II)

CWCDG7

80 60 250DX8JB6

190 RFU 50% 1160 RFUEHMHT6

Globalfiler: 75rfu, PPY23: 50rfu Globalfiler: 60%, PPY23: none Globalfiler: 100rfu, PPY23: 
200rfu @DYS385

EYTMH3

70 RFU >4000 RFU: 60%, 
3999-1300: 40%,
 1299-600: 25%

600 RFUFAE266

GlobalFiler: 175 rfu
YFiler: 100 rfu

GlobalFiler: 75%
YFiler: 60%

GlobalFiler: 525 rfu
YFiler: 340 rfu

FPJDQ4

[Participant did not provide interpretation guidelines]MU8RV3

190 rfu 50% 1160 rfuNMNLXV

75 60 100NW4LZL

190 rfus 50% 1160 rfusNY698W

175 60 350PAVKVU

Y-Filer 50, Globalfiler 75 60% all kits Y-Filer 100, Globalfiler 150PJBKWK

75 rfu 60% 100 rfuQ2Z2UQ

Y-STR only 30 RFU Y-STR DYS385 50% Y-STR DYS385 only 400 RFUQNXBCR

GlobalFiler 75 rfus, PPY23 50 
RFUs

GlobalFiler 60%, PPY23 None Globalfiler 100 RFUs, PPY23 
200 RFUs for DYS385 only

QVU6AQ

75, 50 70%, 60% 200, 150TWJFXN

75 60 230UZYX2R

150 RFU 70% 600 RFUW9K4MN

75 RFU 60% 230 RFUZ3KT6K

175 60 350ZFQTUJ
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STR & Amelogenin Results
TABLE 2

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 1 - STR Results
  (FSA Format)2JKAJH

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1613,14 7,14 Not tested

Not detected Not tested Not tested Not tested

GlobalFiler™  3VXMKJ

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1621.2,26.2

GlobalFiler™  (PDF Format)AARRJF

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,16N/A N/A 21.2,26.2

NSD N/A N/A NSD

GlobalFiler™  (PDF Format)BAKY46

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1621.2,26.2

GlobalFiler™  (PDF Format)CLVQ86

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1621.2,26.2

  (PDF Format)CWCDG7

17 11 8,1218,2515,16 14,151

11 1510,11 11,1214,17 17,18

22X 10,1130,31.212,15 14,17

5,8 9,12 1613,14 7,14

-
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WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 1 - STR Results
GlobalFiler™  (PDF Format)DX8JB6

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1621.2,26.2

  (FSA Format)EHMHT6

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1613,14 7,14 NT

ND NT NT NT

GlobalFiler™  (PDF Format)EYTMH3

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,16NT NT 21.2,26.2

NR NT NT NR

PowerPlex® Fusion 6C  (HID Format)FAE266

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1613,14 7,14 21.2,26.2

GlobalFiler™  (HID Format)FPJDQ4

17 11 8,1218,2515,16 14,151

11 1510,11 11,1214,17 17,18

22X,X 10,1130,31.212,15 14,17

5,8 9,12 1621.2,26.2

GlobalFiler™  (PDF Format)MU8RV3

17 11 8,1218,2515,16 14,151

11 OL,1510,11 11,1214,17 17,18

22X 10,1130,31.212,15 14,17

5,8 9,12 1621.2,26.2

  (FSA Format)NMNLXV

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1613,14 7,14 NT

ND NT NT NT
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WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 1 - STR Results
GlobalFiler™  (PDF Format)NW4LZL

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1621.2,26.2

  (FSA Format)NY698W

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1613,14 7,14 not tested

not detected not tested not tested not tested

GlobalFiler™  (HID Format)PAVKVU

17 11 8,1218,2515,16 14,151

11 1510,11 11,1214,17 17,18

22X,X 10,1130,31.212,15 14,17

5,8 9,12 16- - 21.2,26.2

- - - -

GlobalFiler™  (HID Format)PJBKWK

17 11 8,1218,2515,16 14,151

11 1510,11 11,1214,17 17,18

22X 10,1130,31.212,15 14,17

5,8 9,12 1621.2,26.2

GlobalFiler™  (HID Format)Q2Z2UQ

17 11 8,1218,2515,16 14,151

11 1510,11 11,1214,17 17,18

22X 10,1130,31.212,15 14,17

5,8 9,12 1621.2,26.2

  QNXBCR

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1613,14 7,14

GlobalFiler™  (PDF Format)QVU6AQ

17,17 11,11 8,1218,2515,16 14,151

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1621.2,26.2
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WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 1 - STR Results
PowerPlex® Fusion 6C  (HID Format)TWJFXN

17 11 8,1218,2515,16 14,151

11 1510,11 11,1214,17 17,18

22X 10,1130,31.212,15 14,17

5,8 9,12 1613,14 7,14 21.2,26.2

PowerPlex® Fusion 6C  (PDF Format)UZYX2R

17 11 8,1218,2515,16 14,151

11 1510,11 11,1214,17 17,18

22X 10,1130,31.212,15 14,17

5,8 9,12 1613,14 7,14 21.2,26.2

GlobalFiler™  W9K4MN

17 11 8,1218,2515,16 14,151

11 1510,11 11,1214,17 17,18

22X,X 10,1130,31.212,15 14,17

5,8 9,12 1621.2,26.2

-,- -,-

PowerPlex® Fusion 6C  (HID Format)Z3KT6K

17 11 8,1218,2515,16 14,151

11 1510,11 11,1214,17 17,18

22X,X 10,1130,31.212,15 14,17

5,8 9,12 1613,14 7,14 21.2,26.2

GlobalFiler™  (HID Format)ZFQTUJ

17 11 8,1218,2515,16 14,151

11 1510,11 11,1214,17 17,18

22X,X 10,1130,31.212,15 14,17

5,8 9,12 16- - 21.2,26.2

- - - -
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WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 2 - STR Results
  (FSA Format)2JKAJH

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12 Not tested

10 Not tested Not tested Not tested

GlobalFiler™  3VXMKJ

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2

GlobalFiler™  (PDF Format)AARRJF

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,18N/A N/A 26.2,28.2

10 N/A N/A 2

GlobalFiler™  (PDF Format)BAKY46

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2

GlobalFiler™  (PDF Format)CLVQ86

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2

  (PDF Format)CWCDG7

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1811,13 11,12

10

GlobalFiler™  (PDF Format)DX8JB6

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2
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WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 2 - STR Results
  (FSA Format)EHMHT6

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12 NT

10 NT NT NT

GlobalFiler™  (PDF Format)EYTMH3

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,18NT NT 26.2,28.2

10 NT NT 2

PowerPlex® Fusion 6C  (HID Format)FAE266

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12 26.2,28.2

10 19 18

GlobalFiler™  (HID Format)FPJDQ4

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1826.2,28.2

10 2

GlobalFiler™  (PDF Format)MU8RV3

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1826.2,28.2

10 2

  (FSA Format)NMNLXV

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12 NT

10 NT NT NT

GlobalFiler™  (PDF Format)NW4LZL

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2
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WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 2 - STR Results
  (FSA Format)NY698W

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12 not tested

10 not tested not tested not tested

GlobalFiler™  (HID Format)PAVKVU

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,18- - 26.2,28.2

10 - - 2

GlobalFiler™  (HID Format)PJBKWK

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1826.2,28.2

10 2

GlobalFiler™  (HID Format)Q2Z2UQ

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1826.2,28.2

10 2

  QNXBCR

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12

10

GlobalFiler™  (PDF Format)QVU6AQ

16,18 12,12 10,1017,2014,15 11,142

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2

PowerPlex® Fusion 6C  (HID Format)TWJFXN

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1811,13 11,12 26.2,28.2

10 19 18

Copyright © 2018 CTS, Inc( 12 )Printed: July 16, 2018



DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 2 - STR Results
PowerPlex® Fusion 6C  (PDF Format)UZYX2R

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1811,13 11,12 26.2,28.2

10 19 18

GlobalFiler™  W9K4MN

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1826.2,28.2

10 2

PowerPlex® Fusion 6C  (HID Format)Z3KT6K

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1811,13 11,12 26.2,28.2

10 19 18

GlobalFiler™  (HID Format)ZFQTUJ

16,18 12 1017,2014,15 11,142

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,18- - 26.2,28.2

10 - - 2

Copyright © 2018 CTS, Inc( 13 )Printed: July 16, 2018



DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 3 - STR Results
  (FSA Format)2JKAJH

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1811,13,14 7,11,12,14 not tested

10 not tested not tested not tested

16,18 12,12 10,1017,2014,15 11,143major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12

10

17,17 11,11 8,1218,2515,16 14,153minor

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1613,14 7,14

not detected

GlobalFiler™  3VXMKJ

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1821.2,26.2,28.2

10 2

10,1014,15 11,143major

8,1212,13

16,16

7,9.3

8,1216,NR 15,NR3minor

11,NR14,17

14,17

5,8

Copyright © 2018 CTS, Inc( 14 )Printed: July 16, 2018



DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 3 - STR Results
GlobalFiler™  (PDF Format)AARRJF

N/A N/A N/AN/AN/A N/A3

N/A N/AN/A N/AN/A N/A

N/AN/A N/AN/AN/A N/A

N/A N/A N/AN/A N/A N/A

N/A N/A N/A N/A

16,18 12,12 10,1017,2014,15 11,143major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,18N/A N/A 26.2,28.2

10 N/A N/A 2

17,17 11,11 8,1218,2515,16 14,153minor

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,16N/A N/A 21.2,26.2

NSD N/A N/A NSD

GlobalFiler™  (PDF Format)BAKY46

16,17,1817,18,203

8,11,12 15,18

21,22,24

15,16,18

10 2

12 10,1014,15 11,143major

10,14 8,1212,13 19,21

X,Y 9,1229,3015,16 16,16

7,9.3 10,1126.2,28.2

11 8,122516 153minor

10,11 1114,17 17,18

X,X 10,1131.212,15 14,17

5,8 9,1221.2

GlobalFiler™  (PDF Format)CLVQ86

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1821.2,26.2,28.2

10 2

Copyright © 2018 CTS, Inc( 15 )Printed: July 16, 2018



DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 3 - STR Results
  (PDF Format)CWCDG7

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1811,13,14 7,11,12,14

10

GlobalFiler™  (PDF Format)DX8JB6

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1821.2,26.2,28.2

10 2

16,18 12,12 10,1017,2014,15 11,143major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2

17,17 11,11 8,1218,2515,16 14,153minor

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1621.2,26.2

  (FSA Format)EHMHT6

16,18 12,12 10,1017,2014,15 11,143major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12 NT

10 NT NT NT

17,17 11,11 8,1218,2515,16 14,153minor

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1613,14 7,14 NT

ND NT NT NT

GlobalFiler™  (PDF Format)EYTMH3

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,18NT NT 21.2,26.2,28.2

10 NT NT 2

Copyright © 2018 CTS, Inc( 16 )Printed: July 16, 2018



DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 3 - STR Results
PowerPlex® Fusion 6C  (HID Format)FAE266

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1811,13,14 7,11,12,14 21.2,26.2,28.2

10 19 18

GlobalFiler™  (HID Format)FPJDQ4

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1821.2,26.2,28.2

10 2

GlobalFiler™  (PDF Format)MU8RV3

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1821.2,26.2,28.2

10 2

  (FSA Format)NMNLXV

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1811,13,14 7,11,12,14 NT

10 NT NT NT

16,18 12,12 10,1017,2014,15 11,143major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12 NT

10 NT NT NT

17,17 11,11 8,1218,2515,16 14,153minor

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1613,14 7,14 NT

ND NT NT NT

GlobalFiler™  (PDF Format)NW4LZL

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1821.2,26.2,28.2

10 2

Copyright © 2018 CTS, Inc( 17 )Printed: July 16, 2018



DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 3 - STR Results
  (FSA Format)NY698W

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1811,13,14 7,11,12,14 not tested

10 not tested not tested not tested

16,18 12,12 10,1017,2014,15 11,143major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12

10

17,17 11,11 8,1218,2515,16 14,153minor

11,11 15,1510,11 11,1214,17 17,18

22,22X,X 10,1130,31.212,15 14,17

5,8 9,12 16,1613,14 7,14

not detected

GlobalFiler™  (HID Format)PAVKVU

3

- -

- -

16,18 12 1017,2014,15 11,143major

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,18- - 26.2,28.2

10 - - 2

17 11 8,1218,2515,16 14,153minor

11 1510,11 11,1217 17,18

22X,X 10,1130,31.212,15 14,17

5,8 9,12 16- - 21.2,26.2

- - - -

GlobalFiler™  (HID Format)PJBKWK

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1821.2,26.2,28.2

10 2

Copyright © 2018 CTS, Inc( 18 )Printed: July 16, 2018



DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 3major - STR Results
GlobalFiler™  (HID Format)Q2Z2UQ

16,18 12 1017,2014,15 11,143major

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1826.2,28.2

10 2

17 11 8,1218,2515,16 14,153minor

11 1510,11 11,1214,17 17,18

22X 10,1130,31.212,15 14,17

5,8 9,12 1621.2,26.2

  QNXBCR

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1811,13,14 7,11,12,14

10

GlobalFiler™  (PDF Format)QVU6AQ

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1821.2,26.2,28.2

10 2

PowerPlex® Fusion 6C  TWJFXN

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1811,13,14 7,11,12,14 21.2,26.2,28.2

10 19 18

PowerPlex® Fusion 6C  (PDF Format)UZYX2R

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1811,13,14 7,11,12,14 21.2,26.2,28.2

10 19 18

GlobalFiler™  W9K4MN

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1821.2,26.2,28.2

10 2
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DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 3 - STR Results
PowerPlex® Fusion 6C  (HID Format)Z3KT6K

16,17,18 11,12 8,10,1217,18,20,2514,15,16 11,14,153

8,11,12 15,1810,11,14 8,11,1212,13,14,17 17,18,19,21

21,22,24X,Y 9,10,11,1229,30,31.212,15,16 14,16,17

5,7,8,9.3 9,10,11,12 15,16,1811,13,14 7,11,12,14 21.2,26.2,28.2

10 19 18

GlobalFiler™  (HID Format)ZFQTUJ

3

- -

- -

16,18 12 1017,2014,15 11,143major

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,18- - 26.2,28.2

10 - - 2

17 11 8,1218,2515,16 14,153minor

11 1510,11 11,1217 17,18

22X,X 10,1130,31.212,15 14,17

5,8 9,12 16- - 21.2,26.2

- - - -
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DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 4 - STR Results
  (FSA Format)2JKAJH

16,18 12 9,1017,18,20,2514,15 11,144

8,9,12 1810,13,14 8,1212,13 19,20,21

20,21,24X,Y 9,1229,3015,16 16

7,9.3 8,10,11 14,15,1811,13 11,12 not tested

10 not tested not tested not tested

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,inconclusive

7,9.3 10,11 15,1811,13 11,12

10

not detected not detected 9,inconclusive18,25not detected not detected4minor

9,inconclusive not detected13,inconclusive not detectednot detected 20,inconclusive

20,inconclusivenot detected not detectednot detectednot detected not detected

not detected 8,inconclusive 14,inconclusivenot detected not detected

not detected

GlobalFiler™  3VXMKJ

16,18 11,12 10,1017,18,20,2512,14,15 11,144

8,9,12 16,1810,13,14 8,1212,13 19,20,21

20,21,24X,Y 9,1229,30,32.213,15,16 15,16

7,9.3 8,10,11,12 14,15,16,1826.2,28.2

10 2

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,249,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2

11,NR18,2512,NR4minor

9,NR 16,NR13,NR 20,NR

20,NR32.2,NR13,NR 15,NR

8,12 14,16
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DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 4 - STR Results
GlobalFiler™  (PDF Format)AARRJF

N/A N/A N/AN/AN/A N/A4

N/A N/AN/A N/AN/A N/A

N/AN/A N/AN/AN/A N/A

N/A N/A N/AN/A N/A N/A

N/A N/A N/A N/A

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,18N/A N/A 26.2,28.2

10 N/A N/A 2

NSD 11 NSD18,2512 NSD4minor

9 1613 NSDNSD 20

20NSD NSD32.213 15

NSD 8,12 14,16N/A N/A NSD

NSD N/A N/A NSD

GlobalFiler™  (PDF Format)BAKY46

16,18 10,1011,144

8,1212,13

X,Y 9,12

7,9.326.2,28.2

10 2

12,1217,2014,154major

8,12 18,1810,14 19,21

21,2429,3015,16 16,16

10,11 15,18

1118,25124minor

9 1613 20

2032.213 15

8,12 14,16

GlobalFiler™  (PDF Format)CLVQ86

16,18 12,12 10,1117,18,20,2512,14,15 11,144

8,9,12 14,16,1810,13,14 8,9,12,1412,13,15 19,20,21

20,21,24X,Y 9,1229,30,32.213,15,16 15,16

7,9.3 8,10,11,12 14,15,16,1826.2,27.2,28.2

10,11 2

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2
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DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 4 - STR Results
  (PDF Format)CWCDG7

16,18 12 1017,18,20,2512,14,15,17.3 11,144

8,9,12 14,16,1810,14 8,9,12,1412,13,15 19,21

20,21,24X,Y 9,10,1229,30,32.213,15,16 16

7,9.3 8,10,11 14,15,16,1811,13 11,12,15,20

10,11

GlobalFiler™  (PDF Format)DX8JB6

16,18 11,12 1017,18,20,2512,14,15 11,144

8,9,12 16,1810,13,14 8,1212,13 19,20,21

20,21,24X,Y 9,1229,30,32.213,15,16 15,16

7,9.3 8,10,11,12 14,15,16,1826.2,28.2

10 2

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2

  (FSA Format)EHMHT6

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,inc

7,9.3 10,11 15,1811,13 11,12 NT

10 NT NT NT

ND ND 9,inc18,25ND ND4minor

9,inc ND13,inc NDND 20,inc

20,incND NDNDND ND

ND 8,inc 14,incND ND NT

ND NT NT NT
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DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 4 - STR Results
GlobalFiler™  (PDF Format)EYTMH3

4

NT NT

NT NT

16,18 12 1017,2014,15 11,144major

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1826.2,28.2

10 2

11,X18,2512,X4minor

9,X 16,X13,X 20,X

20,XX,Y32.2,X13,15 15,X

8,12 14,16

PowerPlex® Fusion 6C  (HID Format)FAE266

16,18 12,12 9,1017,18,20,2512,14,15,17.3 11,12,144

8,9,12 14,16,1810,13,14 8,9,12,1412,13,15 19,20,21

20,21,24X,Y 9,10,1229,30,32.213,15,16 15,16

7,9.3 8,10,11,12 14,15,16,1811,13 11,12,15,20 16,17,26.2,27.2,28.
2,29.2

10,11 13,19 18,21

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12 26.2,28.2

10 19 18

GlobalFiler™  (HID Format)FPJDQ4

16,18 11,12 1017,18,20,2514,15 11,144

8,9,12 1810,13,14 8,1212,13 19,20,21

20,21,24X,Y 9,1229,30,32.213,15,16 15,16

7,9.3 8,10,11 14,15,1826.2,28.2

10 2

GlobalFiler™  (PDF Format)MU8RV3

16,18 11,12 1017,18,20,2512,14,15 11,144

8,9,12 16,1810,13,14 8,1212,13 19,20,21

20,21,24X,Y 9,1229,30,32.213,15,16 15,16

7,9.3 8,10,11,12 14,15,16,1826.2,28.2

10,11 2
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DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 4 - STR Results
  (FSA Format)NMNLXV

16,18 12 1017,18,20,2514,15 11,144

8,9,12 1810,13,14 8,1212,13 19,20,21

20,21,24X,Y 9,1229,3015,16 16

7,9.3 8,10,11 14,15,1811,13 11,12 NT

10 NT NT NT

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,inc

7,9.3 10,11 15,1811,13 11,12 NT

10 NT NT NT

ND ND 9,inc18,25ND ND4minor

9,inc ND13,inc NDND 20,inc

20,incND NDNDND ND

ND 8,inc 14,incND ND NT

ND NT NT NT

GlobalFiler™  (PDF Format)NW4LZL

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2

1118,25124minor

9 1613 20

2032.213 15

8,12 14,16

  (FSA Format)NY698W

16,18 12 9,1017,18,20,2514,15 11,144

8,9,12 1810,13,14 8,1212,13 19,20,21

20,21,24X,Y 9,1229,3015,16 16

7,9.3 8,10,11 14,15,1811,13 11,12 not tested

10 not tested not tested not tested

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,inconclusive

7,9.3 10,11 15,1811,13 11,12

10

not detected not detected 9,inconclusive18,25not detected not detected4minor

9,inconclusive not detected13,inconclusive not detectednot detected 20,inconclusive

20,inconclusivenot detected not detectednot detectednot detected not detected

not detected 8,inconclusive 14,inconclusivenot detected not detected

not detected
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DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 4 - STR Results
GlobalFiler™  (HID Format)PAVKVU

16,18 1014,15 11,144

188,1212,13

X,Y 9,12

7,9.3- - 26.2,28.2

10 - - 2

1217,204major

8,1210 19,21

21,2429,3015,16 16

10,11 15,18- -

- -

1118,254minor

8,913,14 20,21

20,2129,32.213,15 15

8,10 14,15- -

- -

GlobalFiler™  (HID Format)PJBKWK

16,18 12 1017,2014,15 11,144major

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1826.2,28.2

10 2

1118,2512,17.34minor

9 14,1613 915 20

2032.213 15

8,12 14,1627.2

GlobalFiler™  (HID Format)Q2Z2UQ

16,18 12 1017,2014,15 11,144major

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1826.2,28.2

10 2
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DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 4major - STR Results
  QNXBCR

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1811,13 11,12

10

(18,25)(12,17.3)4minor

9 (14,16)(13) (9,14)(15) (20)

(20)(10)(32.2)(13)

(8,12) (14,16)(15,20)

11

GlobalFiler™  (PDF Format)QVU6AQ

16,18 12,12 10,1017,2014,15 11,144major

8,12 18,1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16,16

7,9.3 10,11 15,1826.2,28.2

10 2

1118,25124minor

9 1613 20

2032.213 15

8,12 14,16

PowerPlex® Fusion 6C  (HID Format)TWJFXN

16,18 12 9,1017,18,20,2512,14,15 11,144

8,9,12 14,16,1810,13,14 8,9,12,1412,13,15 19,20,21

20,21,24X,Y 9,10,1229,30,32.213,15,16 15,16

7,9.3 8,10,11,12 14,15,16,1811,13 11,12,15,20 26.2,27.2,28.2

10,11 13,19 18,21

PowerPlex® Fusion 6C  (PDF Format)UZYX2R

16,18 12 9,1017,18,20,2512,14,15 11,144

8,9,12 14,16,1810,13,14 8,9,12,1412,13,15 19,20,21

20,21,24X,Y 9,10,1229,30,32.213,15,16 15,16

7,9.3 8,10,11,12 14,15,16,1811,13 11,12,15,20 17,26.2,27.2,28.2

10,11 13,19 18,21
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DNA Interpretation Test 18-588

WebCode      Amplification Kits  (File Format)
D3S1358 D5S818 D7S820

D8S1179 D13S317
D2S1338

CSF1POAmelogeninD21S11D19S433

D18S51D16S539

vWATPOXTH01Penta EPenta D
FGA

D1S1656 D2S441
D10S1248 D12S391

D22S1045
SE33

DYS391 DYS570 DYS576 Y Indel

Item 4major - STR Results
GlobalFiler™  W9K4MN

16,18 12 1017,2014,15 11,144major

8,12 1810,14 8,1212,13 19,21

21,24X,Y 9,1229,3015,16 16

7,9.3 10,11 15,1826.2,28.2

10 2

1118,254minor

9 1613 20

2032.213 15

8 14

PowerPlex® Fusion 6C  (HID Format)Z3KT6K

16,18 12 9,1017,18,20,2512,14,15 11,144

8,9,12 14,16,1810,13,14 8,9,12,1412,13,15 19,20,21

20,21,24X,Y 9,10,1229,30,32.213,15,16 15,16

7,9.3 8,10,11,12 14,15,16,1811,13 11,12,15,20 17,26.2,27.2,28.2

10,11 13,19 18,21

16,18 12 1017,2014,15 11,144major

8,12 1810,14 8,1212,13

X,Y 9,1229,3015,16

7,9.3 10,11 15,1811,13 11,12 26.2,28.2

10 19 18

918,25124minor

9 14,1613 9,1415

1032.213

8,12 14,1615,20 17,27.2

11 13 21

GlobalFiler™  (HID Format)ZFQTUJ

16,18 1014,15 11,144

188,1212,13

X,Y 9,12

7,9.3- - 26.2,28.2

10 - - 2

1217,204major

8,1210 19,21

21,2429,3015,16 16

10,11 15,18- -

- -

1118,254minor

8,913,14 20,21

20,2129,32.213,15 15

8,10 14,15- -

- -
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DNA Interpretation Test 18-588

 YSTR Results

WebCode  Amplification Kits  (File Format)
DYS19 DYS385 DYS390 DYS391DYS389_I DYS389_II

TABLE 3

Item
DYS393DYS392

Y GATA H4DYS635
DYS458DYS456DYS448DYS439DYS438DYS437 DYS481 DYS533

DYS549 DYS570 DYS576 DYS643

Item 1 - YSTR Results
Yfiler® (PDF Format)AARRJF

N/A N/A N/A N/A N/A N/A1 N/A N/A

N/A N/A N/A N/A N/A N/A

N/A N/AN/A N/A N/A N/A

N/A N/A
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DNA Interpretation Test 18-588

WebCode  Amplification Kits  (File Format)
DYS19 DYS385 DYS390 DYS391DYS389_I DYS389_II

TABLE 3

Item
DYS393DYS392

Y GATA H4DYS635
DYS458DYS456DYS448DYS439DYS438DYS437 DYS481 DYS533

DYS549 DYS570 DYS576 DYS643

Item 2 - YSTR Results
Yfiler® 3VXMKJ

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 11

Yfiler® (PDF Format)AARRJF

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 11N/A N/A N/A N/A

N/A N/A

PowerPlex® Y23 (PDF Format)BAKY46

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

PowerPlex® Y23 (PDF Format)CLVQ86

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

Yfiler®, PowerPlex® Y23 (PDF Format)CWCDG7

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

Yfiler® (PDF Format)DX8JB6

15 14,16 12 29 222 11 15

16 10 11 21 17 16

21 11

PowerPlex® Y23 (PDF Format)EYTMH3

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

Yfiler® (HID Format)FPJDQ4

15 14,16 12 29 22 102 11 15

16 10 21 17 16

21 11
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DNA Interpretation Test 18-588

WebCode  Amplification Kits  (File Format)
DYS19 DYS385 DYS390 DYS391DYS389_I DYS389_II

TABLE 3

Item
DYS393DYS392

Y GATA H4DYS635
DYS458DYS456DYS448DYS439DYS438DYS437 DYS481 DYS533

DYS549 DYS570 DYS576 DYS643

Item 2 - YSTR Results
PowerPlex® Y23 (PDF Format)MU8RV3

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

Yfiler® (PDF Format)NW4LZL

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 11

Yfiler® (FSA Format)PAVKVU

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 11- - - -

- -

Yfiler® (FSA Format)PJBKWK

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 11

PowerPlex® Y23 QNXBCR

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

PowerPlex® Y23 (PDF Format)QVU6AQ

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

PowerPlex® Y23 (HID Format)TWJFXN

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

Yfiler® (FSA Format)ZFQTUJ

15 14,16 12 29 22 102 11 15

16 10 11 21 17 16

21 11- - - -

- -
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DNA Interpretation Test 18-588

WebCode  Amplification Kits  (File Format)
DYS19 DYS385 DYS390 DYS391DYS389_I DYS389_II

TABLE 3

Item
DYS393DYS392

Y GATA H4DYS635
DYS458DYS456DYS448DYS439DYS438DYS437 DYS481 DYS533

DYS549 DYS570 DYS576 DYS643

Item 3 - YSTR Results
Yfiler® 3VXMKJ

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 11

Yfiler® (PDF Format)AARRJF

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 11N/A N/A N/A N/A

N/A N/A

N/A N/A N/A N/A N/A N/A3major N/A N/A

N/A N/A N/A N/A N/A N/A

N/A N/AN/A N/A N/A N/A

N/A N/A

N/A N/A N/A N/A N/A N/A3minor N/A N/A

N/A N/A N/A N/A N/A N/A

N/A N/AN/A N/A N/A N/A

N/A N/A

PowerPlex® Y23 (PDF Format)BAKY46

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

PowerPlex® Y23 (PDF Format)CLVQ86

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

Yfiler®, PowerPlex® Y23 (PDF Format)CWCDG7

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

Yfiler® (PDF Format)DX8JB6

15 14,16 12 29 223 11 15

16 10 11 21 17 16

21 11

PowerPlex® Y23 (PDF Format)EYTMH3

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9
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DNA Interpretation Test 18-588

WebCode  Amplification Kits  (File Format)
DYS19 DYS385 DYS390 DYS391DYS389_I DYS389_II

TABLE 3

Item
DYS393DYS392

Y GATA H4DYS635
DYS458DYS456DYS448DYS439DYS438DYS437 DYS481 DYS533

DYS549 DYS570 DYS576 DYS643

Item 3 - YSTR Results
Yfiler® (HID Format)FPJDQ4

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 11

PowerPlex® Y23 (PDF Format)MU8RV3

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

Yfiler® (PDF Format)NW4LZL

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 11

Yfiler® (FSA Format)PAVKVU

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 11- - - -

- -

- - - - - -3major - -

- - - - - -

- -- - - -

- -

- - - - - -3minor - -

- - - - - -

- -- - - -

- -

Yfiler® (FSA Format)PJBKWK

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 11

PowerPlex® Y23 QNXBCR

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

PowerPlex® Y23 (PDF Format)QVU6AQ

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9
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DNA Interpretation Test 18-588

WebCode  Amplification Kits  (File Format)
DYS19 DYS385 DYS390 DYS391DYS389_I DYS389_II

TABLE 3

Item
DYS393DYS392

Y GATA H4DYS635
DYS458DYS456DYS448DYS439DYS438DYS437 DYS481 DYS533

DYS549 DYS570 DYS576 DYS643

Item 3 - YSTR Results
PowerPlex® Y23 (HID Format)TWJFXN

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

Yfiler® (FSA Format)ZFQTUJ

15 14,16 12 29 22 103 11 15

16 10 11 21 17 16

21 11- - - -

- -

- - - - - -3major - -

- - - - - -

- -- - - -

- -

- - - - - -3minor - -

- - - - - -

- -- - - -

- -
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WebCode  Amplification Kits  (File Format)
DYS19 DYS385 DYS390 DYS391DYS389_I DYS389_II

TABLE 3

Item
DYS393DYS392

Y GATA H4DYS635
DYS458DYS456DYS448DYS439DYS438DYS437 DYS481 DYS533

DYS549 DYS570 DYS576 DYS643

Item 4 - YSTR Results
Yfiler® 3VXMKJ

14,15 11,13,14,16 12,13 29 22,24 10,114 11,13 13,15

15,16 10,12 11 19,21 16,17 16,18

21,23 11,12

15 14,16 12 29 22 104major 11 15

16 10 11 21 17 16

21 11

14 11,13 13 24 114minor 13 13

15 12 19 16 18

23 12

Yfiler® (PDF Format)AARRJF

N/A N/A N/A N/A N/A N/A4 N/A N/A

N/A N/A N/A N/A N/A N/A

N/A N/AN/A N/A N/A N/A

N/A N/A

15 14,16 12 29 22 104major 11 15

16 10 11 21 17 16

21 11N/A N/A N/A N/A

N/A N/A

14 11,13 13 NSD 24 114minor 13 13

15 12 NSD 19 16 18

23 12N/A N/A N/A N/A

N/A N/A

PowerPlex® Y23 (PDF Format)BAKY46

294

11

15 14,16 12 22 104major 11 15

16 10 11 21 17 16

2114 19 18 11

22 9

14 11,13 13 24 114minor 13 13

15 12 12 19 16 18

23 1213 13 21 8

21 12

PowerPlex® Y23 (PDF Format)CLVQ86

14,15 11,13,14,16 12,13 29 22,24 10,114 11,13 13,15

15,16 10,12 11,12 19,21 16,17 16,18

21,23 11,1213,14 13,19 18,21 8,11

21,22 9,12

15 14,16 12 29 22 104major 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9
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WebCode  Amplification Kits  (File Format)
DYS19 DYS385 DYS390 DYS391DYS389_I DYS389_II

TABLE 3

Item
DYS393DYS392

Y GATA H4DYS635
DYS458DYS456DYS448DYS439DYS438DYS437 DYS481 DYS533

DYS549 DYS570 DYS576 DYS643

Item 4 - YSTR Results
Yfiler®, PowerPlex® Y23 (PDF Format)CWCDG7

14,15 11,13,14,16 12,13 29 22,24 10,114 11,13 13,15

15,16 10,12 11 19,21 16,17 16,18

21,23 11,1213,14 13,19 18,21 8,11

21,22 9,12

Yfiler® (PDF Format)DX8JB6

14,15 11,13,14,16 12,13 29 22,24 10,114 11,13 13,15

15,16 10,12 11 19,21 16,17 16,18

21,23 11,12

15 14,16 12 29 22 104major 11 15

16 10 11 21 17 16

21 11

PowerPlex® Y23 (PDF Format)EYTMH3

15 14,16 12 29 22 104major 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

14 11,13 13 24 114minor 13 13

15 12 12 19 16 18

23 1213 13 21 8

21 12

Yfiler® (HID Format)FPJDQ4

14,15 11,13,14,16 12,13 29 22,24 10,114 11,13 13,15

15,16 10,12 11 19,21 16,17 16,18

21,23 11,12

PowerPlex® Y23 (PDF Format)MU8RV3

14,15 11,13,14,16 12,13 29 22,24 10,114 11,13 13,15

15,16 10,12 11,12 19,21 16,17 16,18

21,23 11,1213,14 13,19 18,21 8,11

21,22 9,12

Yfiler® (PDF Format)NW4LZL

15 14,16 12 29 22 104major 11 15

16 10 11 21 17 16

21 11

14 11,13 13 24 114minor 13 13

15 12 19 16 18

23 12
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WebCode  Amplification Kits  (File Format)
DYS19 DYS385 DYS390 DYS391DYS389_I DYS389_II

TABLE 3

Item
DYS393DYS392

Y GATA H4DYS635
DYS458DYS456DYS448DYS439DYS438DYS437 DYS481 DYS533

DYS549 DYS570 DYS576 DYS643

Item 4 - YSTR Results
Yfiler® (FSA Format)PAVKVU

14,15 11,13,14,16 12,13 29 22,24 10,114 11,13 13,15

15,16 10,12 11 19,21 16,17 16,18

21,23 11,12- - - -

- -

- - - - - -4major - -

- - - - - -

- -- - - -

- -

- - - - - -4minor - -

- - - - - -

- -- - - -

- -

Yfiler® (FSA Format)PJBKWK

15 14,16 12 29 22 104major 11 15

16 10 11 21 17 16

21 11

14 11,13 13 24 114minor 13 13

15 12 19 16 18

23 12

PowerPlex® Y23 QNXBCR

15 14,16 12 29 22 104major 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

(14) (11,13) (13) (24) (11)4minor (13) (13)

(15) (12) (12) (19) (16) (18)

(23) (12)(13) (13) (21) (8)

(21) (12)

PowerPlex® Y23 (PDF Format)QVU6AQ

15 14,16 12 29 22 104major 11 15

16 10 11 21 17 16

21 1114 19 18 11

22 9

14 11,13 13 24 114minor 13 13

15 12 12 19 16 18

23 1213 13 21 8

21 12

PowerPlex® Y23 (HID Format)TWJFXN

14,15 11,13,14,16 12,13 29 22,24 10,114 11,13 13,15

15,16 10,12 11,12 19,21 16,17 16,18

21,23 11,1213,14 13,19 18,21 8,11

21,22 9,12

Copyright © 2018 CTS, Inc( 37 )Printed: July 16, 2018



DNA Interpretation Test 18-588

WebCode  Amplification Kits  (File Format)
DYS19 DYS385 DYS390 DYS391DYS389_I DYS389_II

TABLE 3

Item
DYS393DYS392

Y GATA H4DYS635
DYS458DYS456DYS448DYS439DYS438DYS437 DYS481 DYS533

DYS549 DYS570 DYS576 DYS643

Item 4 - YSTR Results
Yfiler® (FSA Format)ZFQTUJ

14,15 11,13,14,16 12,13 29 22,24 10,114 11,13 13,15

15,16 10,12 11 19,21 16,17 16,18

21,23 11,12- - - -

- -

4major

- - - -

- -

4minor

- - - -

- -
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DNA Conclusions
Based on the examination of the DNA profiles provided, could the Victim (Item 1) and/or the Suspect (Item 2) be 

included as a possible contributor to the questioned Item?

TABLE 4
 Item  3  Conclusion

WebCode  Item  1  Item  2 
 Item  4  Conclusion

 Item  1  Item  2  #  of Contributors  #  of Contributors 

2 2Included Included Excluded Included2JKAJH

2 2Included Included Excluded Included3VXMKJ

2 3*Included Included Inconclusive / 
Uninterpretable

IncludedAARRJF

2 At least 2.Included Included Excluded IncludedBAKY46

2 Included Included Excluded IncludedCLVQ86

at least 2 At least 2Included Included Excluded IncludedCWCDG7

2 2Included Included Excluded IncludedDX8JB6

2 2Included Included Excluded IncludedEHMHT6

2 2Included Included Excluded IncludedEYTMH3

2 2 and a traceIncluded Included Inconclusive / 
Uninterpretable

IncludedFAE266

2 2Included Included Excluded IncludedFPJDQ4

2 2Included Included Excluded IncludedMU8RV3

2 2Included Included Excluded IncludedNMNLXV

2 2Included Included Excluded IncludedNW4LZL

2 2Included Included Excluded IncludedNY698W

2 2Included Included Excluded IncludedPAVKVU

2 2Included Included Excluded IncludedPJBKWK

2 Included Included Excluded IncludedQ2Z2UQ

2 2Included Included Excluded IncludedQNXBCR

Two twoIncluded Included Excluded IncludedQVU6AQ
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TABLE 4
 Item  3  Conclusion

WebCode  Item  1  Item  2 
 Item  4  Conclusion

 Item  1  Item  2  #  of Contributors  #  of Contributors 

2 2Included Included Excluded IncludedTWJFXN

2 2Included Included Excluded IncludedUZYX2R

2 Two or moreIncluded Included Inconclusive / 
Uninterpretable

IncludedW9K4MN

2 2Included Included Excluded IncludedZ3KT6K

2 2Included Included Excluded IncludedZFQTUJ

Conclusions Response Summary

Based on the examination of the DNA profiles provided, could the Victim (Item 1) and/or the Suspect (Item 2) be 
included as a possible contributor to the questioned Item?

Participants reporting conclusions: 25 

 Item  3  Item  4

Included 25 0 25

0 22 0

0 3 0R
e
sp

o
n

se
s  Item  2 Item  1 Item  2 Item  1

0

25

0Excluded

Inconclusive

No Response

Total 25

0

25 25 25

0 0 0
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Statistical Analysis for Item 3

WebCode

TABLE 5

Item 3 Methods & Results

Method(s): Random Match Probability2JKAJH

Stats Analysis: A Mixture of human DNA profiles was identified in Item 3 that has been interpreted as a 
mixture of 2 people. Assuming this is a mixture of the victim (Item 1) and one other individual, a male 
DNA profile was identified from which the suspect (Item 2)cannot be excluded (is included). The 
expected frequency of occurrence for this profile was calculated for the African American, Caucasian, 
and Hispanic population groups and was found to be no more common than approximately 1 in 1.4 
nonillion unrelated individuals.

Method(s): Likelihood Ratio3VXMKJ

Stats Analysis: The LR has been calculated using a PowerPlex 21 calculator as no Globalfiler 
calculation sheet was available for use. Therefore only overlapping loci were utilized for the LR 
calculation. The suspect cannot be excluded as a source of the major component. The evidence is at 
least 20,000 times more likely if the major component of the DNA profile obtained originated from the 
suspect than if it originated from another unknown, unrelated individual selected at random from the 
[Country] Caucasian sub-population. In my opinion, this finding when considered in isolation from 
other information provides strong support for the proposition that the major component of the DNA 
profile obtained came from the suspect.

Method(s): [Participant did not report a Method]AARRJF

Stats Analysis: I am a forensic consultant that reviews DNA case files that are submitted to me as 
evidence. I review the analyst allele calls and evidence to reference sample comparisons so I can 
understand how the original analyst arrived at their opinions and conclusions. I do not calculate 
population statistics as part of my case reviews. I accept that the population calculations are correct. 
N/A = Not Applicable, NSD = No Size Data

Method(s): Random Match ProbabilityBAKY46

Stats Analysis: RESULT CONDITIONED ON FEMALE PROFILE. THE PROBABILITY OF OBTAINING A 
MATCHING MALE PROFILE IF THE MALE DNA WAS FROM SOMEONE UNRELATED TO THE 
SUSPECT IS LESS THAN 1 IN 1 BILLION (THOUSAND MILLION). NO STATS CALCULATED FOR THE 
Y-STR RESULT.

Method(s): Combined Probability of Exclusion/InclusionCLVQ86

Stats Analysis: The probability of selecting an unrelated individual at random who cannot be excluded/ 
that can be included as one of the possible source of the DNA profile obtained from this item are 
approximately: 1 in 26 trillion *SE33 were not used for this stats.

Method(s): Likelihood RatioCWCDG7

Stats Analysis: Total Likelihood Ratio is 1.58766e+26

Method(s): [Participant did not report a Method]DX8JB6

Stats Analysis: We can't perform the calculation because our software isn't parameterized, we don't use 
the kit GlobalFiler in routine.

Method(s): Random Match ProbabilityEHMHT6

Stats Analysis: A mixture of human DNA profiles was identified in Item 3 that was interpreted as a 
mixture of two people. Assuming this profile is a mixture of the female victim and one other individual, 
a male DNA profile was identified from which the suspect (Item 2) cannot be excluded (is included). 
The expected frequency of occurrence for this profile was calculated for the African American, 
Caucasian, and Hispanic population groups and was found to be no more common than 
approximately 1 in 1.4 nonillion unrelated individuals.
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WebCode

TABLE 5

Item 3 Methods & Results

Method(s): [Participant did not report a Method]EYTMH3

Stats Analysis: No statistical calculations performed.

Method(s): Likelihood RatioFAE266

Stats Analysis: A mixed DNA typing profile was obtained from Item 3, the epithelial fraction from the 
victim's vaginal swab. This DNA profile is consistent with the combined known profiles from the victim 
(Item #1) and the suspect (Item #2). It is 82 Septillion times more likely that the observed DNA profile 
originated from the victim and the suspect than it having originated from the victim and an unknown 
indivudual selected at random from the U.S. Population.

Method(s): Likelihood RatioFPJDQ4

Stats Analysis: The probability of a randomly selected unrelated individual having a DNA profile which 
matched with Item 2 that is consistent with being one of the contributor (given that the known 
contributor is represented by Item 1) is approximately (i) 1 in 700 quadrillion as calculated based on 
the [Country] [Nationality] DNA population database. (ii) 1 in 590 quadrillion as calculated based on 
the [Country] [Nationality] DNA population database. (iii) 1 in 670 quadrillion as calculated based on 
the [Country] [Nationality] DNA population database.

Method(s): [Participant did not report a Method]MU8RV3

Method(s): Random Match ProbabilityNMNLXV

Stats Analysis: Assuming this is a mixture of the female victim and one other individual, a male DNA 
profile was identified in item 3 from which the DNA profile of the male suspect cannot be excluded (is 
included). The expected frequency of occurrence for this DNA profile was calculated for the African 
American, Caucasian, and Hispanic population groups and was found to be no more common than 
approximately 1 in 1.4 nonillion unrelated individuals.

Method(s): Likelihood RatioNW4LZL

Stats Analysis: The DNA profile obtained is 100 billion times more likely if it originated from the victim 
and the suspect than if it originated from the victim and another unknown, unrelated individual chosen 
at random from the [Country] Caucasian population. Y STR: no matches in 156,181 haplotypes

Method(s): Random Match ProbabilityNY698W

Stats Analysis: A mixture of human DNA profiles was identified in the non-sperm fraction of the vaginal 
swabs (Item 3) that was interpreted as a mixture of two people. Assuming this a mixture of the victim 
(Item 1)and one other individual, a male DNA profile was identified from which the suspect (Item 2) 
cannot be excluded (is included). The expected frequency of occurrence for this profile was calculated 
at 23 loci for the African American, Caucasian and Hispanic population groups and was found to be 
no more common than approximately 1 in 1.4 nonillion unrelated individuals.

Method(s): Likelihood RatioPAVKVU

Stats Analysis: The probability of a randomly selected unrelated individual having a DNA profile that is 
consistent with "Item 2" and being one of the contributors to this mixed DNA profile(given that the 
known contributor is represented by "Item 1") is approximately: a) 1 in 2.8 octillion (2.8 x 10^27), as 
calculated based on the [Country] [Nationality] population database. b) 1 in 56 octillion (56 x 
10^27), as calculated based on the [Country] [Nationality] population database. c) 1 in 26 octillion 
(26 x 10^27), as calculated based on the [Country] [Nationality] population database.
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WebCode

TABLE 5

Item 3 Methods & Results

Method(s): Random Match ProbabilityPJBKWK

Stats Analysis: The DNA profile obtained from Item 3 is a mixture of DNA interpreted as a mixture of 
two individuals. Assuming this is a mixture of DNA from the victim and one other individual, the suspect 
cannot be excluded as a possible contributor to the additional DNA profile. This additional DNA profile 
is expected to occur in approximately 1 in 425 octillion in the Caucasian population, in approximately 
1 in 38 nonillion in the African American population and in approximately 1 in 339 octillion in the 
Hispanic population among unrelated individuals. The haplotype profile obtained from Item 3 is single 
source. The suspect cannot be excluded as a possible contributor to this haplotype profile. This 
haplotype profile is expected to occur in approximately 1 in 2488 unrelated males in the Caucasian 
population, in approximately 1 in 2083 unrelated males in the African American population and in 
approximately 1 in 1592 unrelated males in the Hispanic population. Barring mutation, any male 
related to the suspect through paternal lineage would also exhibit this haplotype profile.

Method(s): [Participant did not report a Method]Q2Z2UQ

Method(s): Likelihood RatioQNXBCR

Stats Analysis: FUSION 5c: The software validated at this laboratory (Cellmark)for probabilistic 
genotyping (STRmix and LikeLTD) is NOT validated for Global Filer or Fusion 5C / 6C. However, 
assuming the alternatives being considered are victim + suspect versus victim + unknown then I would 
expect a likelihood ratio in excess of one billion in favour of the first alternative over the second (one 
billion being the upper limit used to report likelihood ratios and match probabilities in the UK)(NB: One 
billion is one thousand million). Given this statistical evaluation, a statistical evaluation of the less 
discriminating Y-STR results has not been conducted.

Method(s): [Participant did not report a Method]QVU6AQ

Stats Analysis: No statistics performed. For databasing purposes only

Method(s): Likelihood RatioTWJFXN

Stats Analysis: The observed mixture profile is approximately 1.12x1028, 3.98x1026, and 5.49x1026 
times more likely to occur under the scenario that it is a mixture of DNA from the victim and the 
suspect, as opposed to the scenario that it originated from a mixture of DNA from the victim, and an 
unrelated unknown individual, in the African American, Caucasian, and Hispanic population, 
respectively.

Method(s): Combined Probability of Exclusion/InclusionUZYX2R

Stats Analysis: African American Profile Probability of Inclusion - 1 in 6,250,000,000,000,000. 
Caucasian Profile Probability of Inclusion - 1 in 571,800,000,000,000

Method(s): Random Match ProbabilityW9K4MN

Stats Analysis: Assuming the presence of the victim's DNA (Item 1), the deduced profile is consistent 
with the DNA profile of the suspect (Item 2). Using 21 of 21 loci, the probabilities of selecting an 
unrelated individual at random having a DNA profile consistent with the deduced DNA profile obtained 
from Item 3 are approximately: • 1 in 424 Octillion Caucasians • 1 in 22.8 Nonillion African 
Americans • 1 in 339 Octillion Hispanics

Method(s): Likelihood RatioZ3KT6K

Stats Analysis: The probability of selecting an unrelated individual at random having DNA STR alleles 
for the autosomal loci consistent with the non-victim profile detected in Submission 3 is approximately 1 
in 20 octillion [2E28] in the Caucasian population and 1 in 600 octillion [6E29] in the African 
American population.
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WebCode

TABLE 5

Item 3 Methods & Results

Method(s): Likelihood RatioZFQTUJ

Stats Analysis: The probability of a randomly selected unrelated individual having a DNA profile that is 
consistent with "Item 2" and being one of the contributors to this mixed DNA profile (given that the 
known contributor is represented by "Item 1") is approximately: a)1 in 2.8 octillion (2.8 x 10^27) as 
calculated based on [Country] [Nationality] population database. b)1 in 56 octillion (56 x 10^27)as 
calculated based on [Country] [Nationality] population database. c)1 in 26 octillion (26 x 10^27)as 
calculated based on [Country] [Nationality] population database.
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Statistical Analysis for Item 4
TABLE 6

Item 4 Methods & ResultsWebCode

Method(s): Random Match Probability2JKAJH

Stats Analysis: A Mixture of human DNA profiles was identified in Item 4 that has been interpreted as a 
mixture of 2 people. A major human male DNA profile was identified in Item 4 from which the suspect 
(Item 2) cannot be excluded (is included). The expected frequency of occurrence for this profile was 
calculated for the African American, Caucasian, and Hispanic population groups and was found to be 
no more common than approximately 1 in 260 octillion unrelated individuals.

Method(s): Likelihood Ratio3VXMKJ

Stats Analysis: The LR has been calculated using a PowerPlex 21 calculator as no Globalfiler calculation 
sheet was available for use. Therefore only overlapping loci were utilized for the LR calculation. The 
suspect cannot be excluded as a source of the major component. The evidence is at least 100 billion 
times more likely if the major component of the DNA profile obtained originated from the suspect than if 
it originated from another unknown, unrelated individual selected at random from the [Country] 
Caucasian sub-population. In my opinion, this finding when considered in isolation from other 
information provides strong support for the proposition that the major component of the DNA profile 
obtained came from the suspect. Please note: The LR was in excess of 100 billion but has been 
truncated to 100 billion as per laboratory protocol.

Method(s): [Participant did not report a Method]AARRJF

Stats Analysis: For the GlobalFiler DNA data I am only able to identify the DNA profile of the major 
contributor. The alleles listed as minor are NOT a DNA profile(s). It is only a listing of the alleles that 
are present from the minor contributor(s). You do not appear to offer an option for identifying the data 
for this particular circumstance. The yFiler data is consistent with that of a major and a minor DNA 
profile and are identified as such. I am a forensic consultant that reviews DNA case files that are 
submitted to me as evidence. I review the analyst allele calls and evidence to reference sample 
comparisons so I can understand how the original analyst arrived at their opinions and conclusions. I do 
not calculate population statistics as part of my case reviews. I accept that the population calculations 
are correct. N/A = Not Applicable, NSD = No Size Data

Method(s): Random Match ProbabilityBAKY46

Stats Analysis: The probability of obtaining a matching major profile if the high level DNA was from 
someone unrelated to the suspect is less than 1 in 1 billion (thousand million). No stat done for Y-STR.

Method(s): Random Match ProbabilityCLVQ86

Stats Analysis: The probabilities of selecting an unrelated individual at random having a DNA profile 
matching the major contributor of the profile obtained from this item are approximately: 1 in 9.31 x 
10^21.

Method(s): Likelihood RatioCWCDG7

Stats Analysis: Total Likelihood Ratio is 1.99773e+019

Method(s): [Participant did not report a Method]DX8JB6

Stats Analysis: We can't perform the calculation because our software isn't parameterized, we don't use 
the kit GlobalFiler in routine.

Method(s): Random Match ProbabilityEHMHT6

Stats Analysis: A mixture of human DNA profiles was identified in Item 4 that has been interpreted as a 
mixture of two people. A major human male DNA profile was identified in Item 4 from which the 
suspect (Item 2) cannot be excluded (is included). The expected frequency of occurrence for this profile 
was calculated for the African American, Caucasian, and Hispanic population groups and was found to 
be no more common than approximately 1 in 260 octillion unrelated individuals.
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TABLE 6

Item 4 Methods & ResultsWebCode

Method(s): [Participant did not report a Method]EYTMH3

Stats Analysis: No statistical calculations performed.

Method(s): Random Match ProbabilityFAE266

Stats Analysis: The DNA typing profile obtained from item 4 (the sperm fraction from the victim's vaginal 
swab) is of mixed origin consistent with having originated from at least three individuals. The profile of 
the major male component matches that of the known sample, item 2 (suspect). The estimated 
probability of selecting an unrelated individual at random from the U.S. population with a matching 
profile is 1 in 360 Nonillion.

Method(s): Likelihood RatioFPJDQ4

Stats Analysis: The probability of a randomly selected unrelated individual having a DNA profile which 
matched with Item 2 that is consistent with being one of the contributor is approximately (i) 1 in 24 
trillion as calculated based on the [Country] [Nationality] DNA population database. (ii) 1 in 42 trillion 
as calculated based on the [Country] [Nationality] DNA population database. (iii) 1 in 49 trillion as 
calculated based on the [Country] [Nationality] DNA population database.

Method(s): Random Match ProbabilityNMNLXV

Stats Analysis: A major male human DNA profile was identified in item 4 from which the male suspect 
cannot be excluded (is included). The expected frequency of occurrence for this DNA profile was 
calculated for the African American, Caucasian, and Hispanic population groups and was found to be 
no more common than approximately 1 in 260 octillion unrelated individuals.

Method(s): Likelihood RatioNW4LZL

Stats Analysis: The major components of the DNA profile are 100 billion times more likely if the suspect 
is a contributor to the DNA profile than if another unknown, unrelated person chosen at random from 
the [Country] Caucasian population is. Y STR: no matches in 156,181 haplotypes

Method(s): Random Match ProbabilityNY698W

Stats Analysis: A mixture of human DNA profiles was identified in the sperm fraction of the vaginal 
swabs (Item 4) that was interpreted as a mixture of two people. A major male DNA profile was identified 
from which the suspect (Item 2) cannot be excluded (is included). The expected frequency of occurrence 
for this profile was calculated at 23 loci for the African American, Caucasian and Hispanic population 
groups and was found to be no more common than approximately 1 in 260 octillion unrelated 
individuals. A minor human DNA profile was identified at 8 loci.

Method(s): Likelihood RatioPAVKVU

Stats Analysis: The probabilities of a randomly selected unrelated individual having a matching DNA 
profile with the profile obtained from "Item 2" and being one of the contributors to this mixed DNA 
profile is approximately: a) 1 in 220 sextillion (220 x 10^21), as calculated based on the [Country] 
[Nationality] population database. b) 1 in 5.4 septillion (5.4 x 10^24), as calculated based on the 
[Country] [Nationality] population database. c) 1 in 1.7 septillion (1.7 x 10^24), as calculated based 
on the [Country] [Nationality] population database.
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TABLE 6

Item 4 Methods & ResultsWebCode

Method(s): Random Match ProbabilityPJBKWK

Stats Analysis: The genetic profile obtained from Item 4 consists of a mixture of DNA, interpreted as a 
mixture of 2 individuals with one major genetic profile and minor alleles. The suspect cannot be 
excluded as a contributor to this major genetic profile. This major genetic profile is expected to occur in 
approximately 1 in 425 octillion in the Caucasian population, in approximately 1 in 38 nonillion in the 
African American population and in approximately 1 in 339 octillion in the Hispanic population. The 
haplotype profile obtained from Item 4 is a mixture of DNA interpreted as a mixture of two males with 
one major haplotype profile and minor alleles. The suspect cannot be excluded as a possible 
contributor to this major haplotype profile. This major haplotype profile is expected to occur in 
approximately 1 in 2488 unrelated males in the Caucasian population, in approximately 1 in 2083 
unrelated males in the African American population and in approximately 1 in 1592 unrelated males in 
the Hispanic population. Barring mutation, any male related to the suspect through paternal lineage 
would also exhibit this haplotype profile.

Method(s): [Participant did not report a Method]Q2Z2UQ

Stats Analysis: The profile of Item 4 has additional peaks (other than the ones of the profile of Item 2). 
However, it is not possible to precisely indicate if these peaks constitute a full distinguishable profile of 
another individual.

Method(s): Likelihood RatioQNXBCR

Stats Analysis: The software validated at this laboratory [Lab Name] for probabilistic genotyping (STRmix 
and LikeLTD) is NOT validated for Global Filer or Fusion 5C / 6C. However, assuming the alternatives 
being considered are suspect + unknown versus two unknowns, then I would expect a likelihood ratio in 
excess of one billion in favour of the first alternative over the second (one billion being the upper limit 
used to report likelihood ratios and match probabilities in the [Country])(NB: One billion is one 
thousand million). Given this statistical evaluation, a statistical evaluation of the less discriminating 
Y-STR results has not been conducted.

Method(s): [Participant did not report a Method]QVU6AQ

Stats Analysis: No statistics performed. For databasing purposes only

Method(s): Likelihood RatioTWJFXN

Stats Analysis: The observed mixture profile is approximately 2.84x1019, 2.51x1017, and 3.65x1017 
times more likely to occur under the scenario that it is a mixture of DNA from the suspect and an 
unknown, as opposed to the scenario that it originated from a mixture of DNA from two unrelated 
unknown individuals, in the African American, Caucasian, and Hispanic population, respectively.

Method(s): Random Match ProbabilityUZYX2R

Stats Analysis: African American Population Probability - 1 in 
2,321,000,000,000,000,000,000,000,000,000. Caucasian Population Probability - 1 in 
51,600,000,000,000,000,000,000,000,000

Method(s): Random Match ProbabilityW9K4MN

Stats Analysis: Using 21 of 21 loci, the probabilities of selecting an unrelated individual at random 
having a DNA profile consistent with the primary DNA profile obtained from the vaginal swab male 
fraction (Item 4) are approximately: • 1 in 424 Octillion Caucasians • 1 in 22.8 Nonillion African 
Americans • 1 in 339 Octillion Hispanics

Method(s): Random Match ProbabilityZ3KT6K

Stats Analysis: The probability of selecting an unrelated individual at random having DNA STR alleles 
for the autosomal loci, except D12S391, D22S1045, and FGA, consistent with the major contributor 
profile detected in Submission 4 is approximately 1 in 50 octillion [5E28] in the Caucasian population 
and 1 in 2 nonillion [2E30] in the African American population.
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TABLE 6

Item 4 Methods & ResultsWebCode

Method(s): Likelihood RatioZFQTUJ

Stats Analysis: The probability of a randomly selected unrelated individual having a matching DNA 
profile with the DNA profile obtained from “Item 2” and being one of the contributors to this mixed 
DNA profile is approximately: a)1 in 220 sextillion (220 x 10^21) as calculated based on [Country] 
[Nationality] population database. b)1 in 5.4 septillion (5.4 x 10^24)as calculated based on [Country] 
[Nationality] population database. c)1 in 1.7 septillion (1.7 x 10^24)as calculated based on [Country] 
[Nationality] population database.
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Databases Used

WebCode Databases Used

TABLE 7

2JKAJH Item 3: FBI Expanded Database

Item 4: FBI Expanded Database

3VXMKJ Item 3: [Country] Caucasian sub-population

Item 4: [Country] Caucasian sub-population.

CLVQ86 Item 3: Laboratory internal database for [country] population.

Item 4: Laboratory internal database for [country] population.

CWCDG7 Item 3: [Country] Database

Item 4: [Country] Database

EHMHT6 Item 3: 2015 Expanded FBI STR Population Data.

Item 4: 2015 Expanded FBI STR Population Data.

FAE266 Item 3: FBI Expanded 2015, BLK, CAU, SWH

Item 4: FBI Expanded 2015, BLK, CAU, SWH

FPJDQ4 Item 3: [Location-identifying databases listed by participant.]

Item 4: [Location-identifying databases listed by participant.]

NMNLXV Item 3: FBI expanded database

Item 4: FBI expanded database

NW4LZL Item 3: [Country] Caucasian Y HRD haplotype database

Item 4: [Country] Caucasian Y HRD haplotype database

NY698W Item 3: FBI extended population database

Item 4: FBI extended population database

PAVKVU Item 3: [Location-identifying databases listed by participant.]

Item 4: [Location-identifying databases listed by participant.]

PJBKWK Item 3: NIST Revised July 2017 US Y-STR

Item 4: NIST Revised July 2017 US Y-STR

TWJFXN Item 3: LabRetriever

Item 4: LabRetriever

UZYX2R Item 3: Expanded FBI STR 2015

Item 4: Expanded FBI STR 2015

W9K4MN Item 3: NIST

Z3KT6K Item 3: \\10.64.13.226\CODIS\Popstats\POPDATA\FBI\Expanded FBI STR 2015\Expanded FBI STR 
2015

Item 4: \\10.64.13.226\CODIS\Popstats\POPDATA\FBI\Expanded FBI STR 2015\Expanded FBI STR 
2015

ZFQTUJ Item 3: [Location-identifying databases listed by participant.]

Item 4: [Location-identifying databases listed by participant.]
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Amplification Kit Survey
Please list all PCR amplification kits (Autosomal and YSTR) utilized as well as any future kits yet to be 

implemented in your laboratory.

WebCode Amplification Kit

TABLE 8

Powerplex 21 currently used. Yfiler Plus has recently been validated but is not currently in use due to 
organisational approval processes. Globalfiler is currently under validation.

3VXMKJ

Powerplex ESI 17, NGM SElect.BAKY46

Autosomal kits: Powerplex Fusion, Powerplex ESX, Powerplex ESI, AmpFISTR NGM. Y-STR kits: 
Powerplex Y23, AmpFISTR Y-Filer

CWCDG7

GlobalFiler Power Plex Y23 Yfiler PlusEYTMH3

PP F6C, Yfiler, PPY23FAE266

GlobalFiler PCR Amplification Kit Yfiler Plus PCR Amplification Kit NGM Detect PCR Amplification KitQ2Z2UQ

NGM-SElect, PowerPlex Y23, NGM Detect, Globalfiler and ESI-17QNXBCR

GlobalFiler, PPY23QVU6AQ
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Additional Comments

WebCode Additional Comments

TABLE 9

Item 3 "major" profile represents the deduced male profile. The "minor" profile represents the assumed 
female victim. Inconclusive= Any possible sister allele.

2JKAJH

*The pdf files for GlobalFiler are printed with an analytical threshold of 75rfu. This is a problem for 
those of us that do not have the ability to reanalyze the fsa files at thresholds less than 75rfu. It is 
possible that there is important information below 75rfu that we are unable to evaluate. In addition, 
75rfu is a rather conservative analytical threshold for GlobalFiler. Many forensic laboratories use 50rfu 
as the analytical threshold for GlobalFiler and some even lower at 25rfu. For future tests you should 
provide pdf files that have been made with a lower analytical threshold. As a result of the limitations 
caused by the pdf GlobalFiler files with an analytical threshold of 75rfu, I have called the comparison of 
the victim DNA profile (item #1) to the DNA profile obtained from item #4 inconclusive and I have 
given a conservative determination of 3 contributors as the number of contributors to item #4. If the pdf 
files were printed at a lower threshold, I may have been able to be more definitive excluding the victim 
DNA profile from item #4 and said that there were 2 contributors (rather than 3) to the DNA profile for 
item #4. The possibility exists for only 2 contributors based on the yFiler DNA data for item #4.

AARRJF

Standard options used for fragment analyses in GeneMarker: Peak detection threshold -> min. 
intensity: 30 rfu, percentage: >3% global max. local region: >15% loccal max, stutter peak filter; left 
45% and right 15%. It also depends on the positive control, negative control and ladder used in the kit. 
For degaded or weak samples we call the peaks for heterozygosity above 20 rfu and for homozygosity 
above 30 rfu. For mixed profiles containing both low and high peaks, whether a low peak is called or 
not, also depends on factors such as the likelihood of the peak being stutter and the amound of 
background noise in the profile in general. Statiscical analyses were performed on autosomal results 
only.

CWCDG7

ND = Not Detected. NT = Not Tested. Inc = Inconclusive (any possible sister allele). For Item #3, the 
"Major" profile represents the deduced male profile. The "Minor" profile represents the assumed female 
victim.

EHMHT6

NR = No Results. NT = Not TestedEYTMH3

The normal practice in this laboratory is to treat the epi and sperm fraction of a sample as from a single 
item. We would not normally process the epi fraction as a separate item and provide statistic analysis 
when it is an intimate sample.

FAE266

15 STR loci were used to calculate the statistical probability instead of Globafiler which is not currently 
available in our laboratory procedure.

FPJDQ4

For Item #3 the "Major" profile represents the deduced male profile. The "Minor" profile represents the 
assumed female victim. Abbreviations defined: ND = Not Detected. NT = Not Tested. inc = 
inconclusive (i.e. any possible sister allele)

NMNLXV

For Item #3 the "Major" profile represents the deduced male profile. The "Minor" profile represents the 
assumed female victim. Inconclusive = any possible sister allele.

NY698W

1. The statistical calculations were carried out using DNA View Software. 2. The Globalfiler Analysis 
were based on the GA 3500xl interpretation guidelines indicated in page 2 [Table 1]. 3. The YSTR 
Analysis were based on the GA 3130xl interpretation guidelines as follows: - Analytical Threshold: 50 
rfu - Peak Height Ratio: 60% - Stochastic Threshold (Peak Amplitude): 100 rfu

PAVKVU

For information purposes, [Laboratory] uses both LikeLTD and STRMix as probabilistic genotyping 
software for the statistical evaluation of mixed autosomal DNA results.

QNXBCR
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WebCode Additional Comments

TABLE 9

Item 4: Low-level minor profile not deduced; minor alleles recordedQVU6AQ

Results were identified in the Item 4 sample that could not have originated from the victim (Item 1) or 
from the suspect (Item 2).

W9K4MN

1. The statistical calculations were carried out using DNA View Software. 2. The Globalfiler Analysis 
were based on 3500xL interpretation guidelines indicated in page 2 [Table 1]. 3. For YSTR Analysis 
were based on the 3130xL interpretation guidelines as follows: Analytical Threshold: 50 rfu, Peak 
Height Ratio: 60%, Stochastic Threshold (Peak Amplitude): 100 rfu

ZFQTUJ

-End of Report-
(Appendix may follow)
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�./0012/314567�87945:;�<7365=79�>�?/37:95=�87945:;�@3/;31A8794�B/C�DEFGEEH�IBJ�K:473L374145/:MNON�PQRO�ST�RQSPUOOTM�SV�WX:7�YZ�[\DEZ�DDHG]�LCAC�Ô�ST�U_̀aQMTM�U_�ObT�cTd̂cO�defghihjekg�̀lmno Qpqrst unv̀lmno wwdQPrOxn�Niifnmhgeghlk�cnynezn�znighlk�iek�vn�eiinzznm�v{�|zhk}�gxn�~̀lkghk|n�gl�thkey�R|v�hzzhlk~�v|gglk�evl�n��Oxhzhk�lf�eghlk�iek�vn�nkgnfnm�eg�ek{�gh�n�jfhlf�gl�z|v�hgghk}�gl�̀OR�<=7:135/Hdlyhin�efn�hk�nzgh}eghk}�e�zn�|ey�ezze|yg�iezn�hk�ly�hk}�e��n�eyn��high���xl��ez��l|km�|kilkzihl|z�v{�xnf��fhnkmz�eg�e�xl|znjefg{��Ng�gxn�xlzjhgey��gxn��high���ez�n�e�hknm�ekm�ze�jynz��nfn�ilyynignm��lf�M_N�ekey{zhz��Oxn��high��z��fhnkmz�mnzifhvnme��ek�gxeg��ez�zjnkmhk}�e�ylg�l��gh�n��hgx�gxn��high��eg�gxn�jefg{��Qjlk�hk�nzgh}eghlk��e��eyn�z|zjnig��ez�hmnkgh�hnm�ekmeffnzgnm�����kl�k�ze�jynz��fl��gxn��n�eyn��high���Ugn��p��ekm�gxn��eyn�z|zjnig��Ugn��q��efn�jfl�hmnm���e}hkey�z�evz��nfn�z|v�hggnmgl�gxn�Rnflyl}{�|khg��xhix�hmnkgh�hnm�e��h�g|fn�l��vyllm�ekm�zn�nk��Oxn�M_N�|khg�jnf�lf�nm�e�mh��nfnkghey�n�gfeighlk�lk�gxnze�jyn�gl�znjefegn�gxn��feighlkz�hkgl�gxn�njhgxnyhey��feighlk��Ugn��r��ekm�gxn�zjnf���feighlk��Ugn��s���Oxn�M_N�|khg�xezil�jyngny{�ilkz|�nm�eyy�n�hmnkin�ekm�xez�jfl�hmnm�{l|��hgx�M_N�jfl�hynz�lvgehknm��fl��gxn�hgn�z��Vl|�efn�fn�|nzgnm�gln�ey|egn�gxn�M_N�jfl�hynz�|zhk}�{l|f�yevlfeglf{�zjnih�hi�ekey{zhz�}|hmnyhknz�ekm�fnjlfg�{l|f�fnz|ygz����������������������������������� ��¡���������¢�������£���������¤£�������¥���������������������¡��¢�����¦K47A9�<X2A5447§�̈<1AL07�@1=©�KB8DªHUgn��po�M_N�jfl�hyn��fl��fn�nfnkin�ze�jyn��tn�eyn��high��Ugn��qo�M_N�jfl�hyn��fl��fn�nfnkin�ze�jyn��Peyn�R|zjnig�Ugn��ro�M_N�jfl�hyn��l|km�hk�gxn�njhgxnyhey��feighlk��fl��gxn��high�«z��e}hkey�z�evUgn��so�M_N�jfl�hyn��l|km�hk�gxn�zjnf���feighlk��fl��gxn��high�«z��e}hkey�z�ev¬¬@07197�:/47�I141�<774�.1:;79¬¬®7L/345:;�/̄�°<8®�1007079�;7:73147§�̄3/A�L35A1350±�1X4/9/A10�<8®�AX045L07²�9±947A9CDC�87�°<8®�0/=5�=/AA/:0±�;7:73147§�X95:;�<8®�AX045L07²�9±947A9�137�:/³�5:=0X§7§�5:�47�<8®�97=45/:C�̈I°<́]DZI°<Gµ\Z�I°<Gµ¶Z�°�K:§70ª[C�8737�59�:/�0/:;73�1�:77§�4/�431:9=3527�°<8®�379X049�̄3/A�<8®�AX045L07²�9±947A9�4/�47�°<8®�97=45/:C?/3�L3/212505945=�;7:/4±L5:;�9/̄4³137Z�1�47²4�̄570§�19�277:�1§§7§�§537=40±�270/³�47�1AL05̄5=145/:�©54�97=45/:�̄/3�71=547A�4/�=1L4X37�³5=�9/̄4³137�³19�X97§C �



��������� �	
�������������������	���	������������������  !�"�#

$���
���%%%�&�
������'�&�(����)�'	�������
	���**�+�*	��������	����,�����,�&��&�--� ����
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�./01�234�567866�9:1:�;<//1=�>3?1@?A/B C:D1@>@E:?1�F3B/G�H5IJKL�M/NF3B/G�OOCHPJQRSRTUR�VW�XTYT�YV�TZZQRX[YTY[V\�]VX[RUŶ_�T̀ à_bcdedcfg�Q_h_ei_�ci�è _̀ii_b�jk�la_iicgm�d̂_�nZfgdcgo_�df�Wcgeh�Uojpciicfgn�joddfg�fghcg_�egb�̀eg�j_f̀plh_d_b�ed�egk�dcp_�lacfa�df�iojpciicfg�df�ZYUqZYU�iojpcdi�_rd_ageh�lafsc̀c_g̀k�d_id�bede�bca_̀dhk�df�TUZSXtST]u�T\T]u�egbtfa�TvSTq�wh_ei_�i_h_̀d�fg_�fs�d̂_sfhhfxcgm�ided_p_gdi�df�_gioa_�kfoa�bede�ci�̂egbh_b�ellaflaced_hkq.<@0�E:D1@>@E:?1y0�B:1:�@0�@?1/?B/B�z3D�0AN{@00@3?�13�|;F}9~}|�=�|2|�=�:?B~3D�|I}|4��|>>D/B@1:1@3?��/�/:0/�0/>1@3?�N/�3��{A01�N/>3{E�/1/B4� �.<@0�E:D1@>@E:?1y0�B:1:�@0�gfd�@?1/?B/B�z3D�0AN{@00@3?�13�|;F}9~}|�=�|2|�=�:?B~3D�|I}|4��:�/�1</��:N3D:13D�y0�B/0@�?:1/B�@?B@�@BA:��>3{E�/1/�1</�z3��3�@?��01/E0fghk�cs�kfoa�hejfaedfak�ci�è à_bcd_b�cg�d̂ci�d_idcgmt̀ehcjaedcfg�bcìclhcg_N��3?/�3D�{3D/�3z�1</�z3��3�@?��|>>D/B@1:1@3?��3B@/04ZYU�QR��[QRU�T\�T\U�RQ�YV�Y�R�QRSRTUR���RUY[V\�T]V�RUd_l����waf�cb_�d̂_�ellhc̀ejh_�T̀ à_bcdedcfg�Z_adcsc̀ed_�\opj_a�i��sfa�kfoa�hejfaedfakUd_l�v��Zfplh_d_�d̂_�Sejfaedfak�[b_gdcskcgm�[gsfapedcfg�cg�cdi�_gdca_dk
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